Figure S1
Figure S1. TADA signals measured using the microscopic readout upon incubation of the TADA-complex with XbaI and Nt.BbvCl, XbaI alone or no added enzyme. The error bars represent SD calculated from three experiments. Figure S3 . (a) To investigate the purity and quality of recombinant human topoisomerase IIα (TopIIα) purified from yeast, the enzyme was analyzed by SDS-PAGE followed by coomassie staining. In the gel (lane 2) an intense band with a mobility of 170 kDa, as expected for the human TopIIα monomer. Only a few additional very weak bands can be detected indicating a high purity of the utilized enzyme. (b) To test for activity and potential contaminations in the utilized TopIIα fraction that might lead to false validation of the TADA setup, we analyzed the ability of the enzyme to decatenate k-DNA with or without added ATP. Note, ATP is a necessary co-factor for TopIIα decatenation activity but not for potential endonuclease contaminants. Upon incubation with active TopIIα the poly-catenated network that constitutes the k-DNA was decatenated resulting in the release of DNA circles (lane 1). The arrow marks the decatenation band corresponding to released DNA circles. The fact that formation of the high mobility product was ATP-dependent (compare lane 1 and 2) strongly suggests that TopIIα was responsible for the observed k-DNA decatenation. (c) The bands representing released DNA circles or k-DNA, respectively were quantified using ImageJ. The decatenation activity is depicted as percent released DNA circle relative to total DNA in each lane (decat. band/(decat. band+well band)) in the bar chart. 
